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Biography 

Prof. Dr. Atul Deshmukh received his PhD degree from 
Karolinska Institute, Stockholm, in December 2009, where he 
worked on role of insulin and exercise-induced protein 
signaling in skeletal muscle metabolism. He then pursued 
postdoctoral research at Max Plank Institute of Biochemistry, 
Munich, supported by a fellowship from Federation of 
European Biochemical Societies (FEBS). During his postdoc 
time, he developed advanced proteomics methods for 
analyzing muscle proteome and cell culture secretome. 
Transitioning to the University of Copenhagen in 2014 for his 

second postdoc, he became an Associate Professor by 2016. In 2019, he became group leader at the Novo 
Nordisk Foundation Center for Basic Metabolic Research at University of Copenhagen. His group applies 
state-of-the art proteomics technologies to study how changes in lifestyle affects cellular communication and 
metabolism. His group specializes in using cutting-edge proteomics to investigate how exercise and diet 
influence intracellular signaling via protein post-translational modifications and inter-organ communication 
via secreted proteins. Dr. Deshmukh has been recognized with the Future Leader Award from European 
Foundation for the Study of Diabetes (EFSD). 
For more insight, please read - https://cbmr.ku.dk/research/research-groups/deshmukh-group/ 
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Talk teaser 
 
GRK 2576 vivid Guest lecture with Dr. Atul Deshmukh 
 
Proteomics and phosphoproteomics approaches to study metabolism 
Mass spectrometry-based proteomics offers a robust method for studying metabolism. These technologies 
enable comprehensive analysis of protein dynamics, including changes in intracellular proteins (expression 
proteomics), secreted proteins (secretomics), and post-translational modifications, as well as specific 
alterations in cells, and organelles. In the first part of this presentation, I will provide the latest insights into 
proteomics technology and its application in studying various aspects of metabolism. In the latter part, I will 
present specific case studies where we have utilized expression proteomics, secretomics, and 
phosphoproteomics to investigate protein dynamics in tissue and body fluid samples. 


